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Bayeslit DAL, FFICA X T U T RITEENDHEDDIRNGEIZ, WL DD OFERH
% (Friede et al, 2017a,b). L7 L, Bayesifi® 7 v % LR A X T F U T ATlE, 1BEDE &R
M BE M D FF A ORIV EE TH VD (Rover et al, 2021), KR DI DOHFSE (Friede et al, 2017a,b)
oM 7254 (Giinhan et al, 2020) 2 & BT 2 LB R H 5.

AGEIEZ T, Tim Friede 55ZE (University Medical Center Géttingen, IBS K1 Y Xt ) #5
&L, Bayesit A ¥ 7T UV ADOREOME L, A X [BUF~DOILRIZ OV THEITT 5 (Réver and
Friede, 2023). Creutzfeldt-Jakob disease (CJD) TPz A (Varges et al, 2017) & X > HZ, T4 A
{b iR (RCT) LB S E T — % (RWD) OfA45 03, Bayesian dynamic borrowing
ZRW TR STV 5 (Rover and Friede, 2020). /INIALZ2RCT2N KEFLZRRWDIZEE S5 D
TEARWDE VI IREDHBIY B oINS Z N 5720, ZOMBEE LGB 5.
RCT £ RWD % A5 o 5 7= ¥ Ddynamic borrowingi% (Gross et al, 2020) <>, & LIFZE~D I H
WZOWThigmd 5.
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Summary

Random-effects meta-analysis is the standard technique for combining the results of
several studies. The Bayesian framework has some advantages in particular if only few
studies are included in the meta-analysis (Friede et al, 2017a,b). In Bayesian random-
effects meta-analysis, however, the choice of priors for the treatment effect and the
between-trial heterogeneity is important (Rover et al, 2021), in particular considering
settings with only few studies (Friede et al, 2017a,b) or rare events (Giinhan et al, 2020).
In this short course, an overview of developments in Bayesian meta-analysis is provided
and extensions to meta-regression are discussed (Rover and Friede, 2023). Motivated
by an application in CJD (Varges et al, 2017) the combination of a randomized
controlled trial (RCT) with observational real world data (RWD) is explored using a
Bayesian dynamic borrowing (Rover and Friede, 2020). As sometimes the concern is
voiced by regulators that small-scale RCT are overwhelmed by larger RWD this issue
will be considered in more detail; we will see that these concerns are largely unfounded
(Rover and Friede, 2021). Applications of dynamic borrowing to combine RCT and
RWD (Gross et al, 2020) and also to bridging studies will be discussed. The methods
will be motivated and illustrated by examples; R code will be provided.

Speaker

Since January 2010 Tim Friede is Professor of Biostatistics at the University Medical
Center Gottingen where he heads up the Department of Medical Statistics. He graduated
in Mathematics (Dipl.-Math.) from the University of Karlsruhe and obtained a PhD
(Dr.sc.hum.) from the Faculty of Medicine at the University of Heidelberg. In 2001, he
joined the Department of Mathematics and Statistics at Lancaster University as NHS
Training Fellow in Medical Statistics and was later promoted to Lecturer in Biostatistics.
From 2004 on, he worked for Novartis Pharma AG, Basel before joining Warwick
Medical School as Associate Professor of Medical Statistics in October 2006.

Since 2021 Tim Friede serves on the Representative Council of the International
Biometric Society and since 2022 on the Board of the European Association of Data
Sciences (EuADS). From 2019 - 2022 Tim Friede was President of the German
Consortium 1in Statistics (DAGStat). From 2015-2018 he was Vice-/President of the
German Region of the International Biometric Society (IBS-DR).

Tim Friede is Associate Editor of Statistics in Medicine (since 2021), ESC Heart Failure
(since 2019), Annals of Applied Statistics (since 2018) and Biometrical Journal (since
2012. Between 2009-2011 Tim Friede was jointly with Prof. Leonhard Held (Ziirich)
Editor-in-Chief of the Biometrical Journal. From 2013-2015 he was Associate Editor
and until 2020 Section Editor of PLoS ONE. From 2011-2016 he was also Associate
Editor of BMC Medical Research Methodology.

Tim Friede's methodological research interests are in clinical biostatistics including
designs for clinical trials (in particular flexible adaptive designs) and generalized
evidence synthesis (including systematic reviews and meta-analyses) as well as
applications in rare diseases and cardiovascular medicine.

Tim Friede is co-author of more than 350 publications on methodology and applications
of statistics in peer-reviewed journals; see ORCiD https://orcid.org/0000-0001-5347-
7441.
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